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Representative FACS plots show the maintained expression of the pluripotency markers OCT-4 and SSEA-4 in cells before as Figure 5. Monoallelic and biallelic editing of the £087 genome locus in different hiPS clones. Panel A. Some hiPS clones
well as after editing. obtained after targeting the genomic C£D87 locus via CRISPR/Cas9 (electroporation) showed a complete loss of CD81
ChiPSC22 or Editing of hiPS cells FACS analysis of the ] expression (Clone #1). However, other clones only exhibited a reduction but not a complete loss of CD81 expression (Clone #2).
ChiPSC18 to KO CD81 population to determine OCT-4 Ia bel I ng Both clones exhibited expression of all three pluripotency markers (OCT-4, TRA1-60, and SSEA-4), comparable to the parental,
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DAPI DAPI C SyStem Improves Slng e-cell ¢ Onlng respective clones. The results showed that Clone #1 is a heterozygous, biallelic knockout for €087, which explains the
OCT-4 OCT-4 OCT-4 10 1 1 complete lack of CD81 expression in this clone. However, Clone #2 is a monoallelic mutant for the £087 locus, containing one
Effl(:lency Of edlted hIPS ce"S wild-type allele and one mutant allele. This indicates that the reduced expression level is the result of expression of only one
allele, compared to the expression of CD81 from both alleles, in the parental hiPS cell line.
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Figure 1. AcGFP7KO hiPS cells remain pluripotent in the DEF-CS system. Panel A. Gene editing to knockout AcGFP7was 20 Panel B. Two weeks post-seeding, the growth _ _ _ _ _ _
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Cellartis DEF-CS 500 Culture System (Cat. # Y30010). After editing, cells were analyzed for AcGFP1 expression and pluripotency ChiPSC18 (n=51) analyzed, edited clones exhibited fast and plurlpotency when grown in the DEF-CS culture system.
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